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[Abstract] Objective This paper aims to investigate the expression and clinical significance of
miR-106a and miR-363-3p in plasma of patients with ulcerative colitis (UC). Methods 78 patients with
UC (UC group) s 53 patients with CD (CD group) , and 46 health examiners (NC group) in the People’s
Hospital of Kaizhou District in Chongqing from March 2015 to July 2018 were selected. The expression
of miR-106a and miR-363-3p in plasma of the three groups were detected by using the RT-PCR method.
The efficacy of miR-106a and miR-363-3p to identify CD and UC was assessed. The relationship of the
expression of miR-106a and miR-363-3p with the condition and prognosis of patients with UC was
analyzed. Results The relative expression of miR-106a and miR-363-3p in the UC group was lower than
that in the CD group, but higher than that in the NC group (P<C0. 05). The ROC curve showed that the
AUC of miR-106a and miR-363-3p discriminating CD and UC were 0. 906 and 0. 846 respectively.
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The relative expression of miR-106a and miR-363-3p in active UC patients was significantly higher than that in

remission UC patients (P <C0. 05). Univariate and multivariate logistic regression analysis suggested that

miR-106a and miR-363-3p were closely related to the prognosis of active UC patients. Patients with active UC
with miR-106a>>1. 14 and miR-363-3p=>1. 05 had a poor prognosis. ROC curves indicated that the AUC of
miR-106a and miR-363-3p, and the combined detection of the two to diagnose the prognosis of active UC

patients were (). 836, (. 867 and 0. 860, respectively, with no significant difference (P>>0. 05). Conclusion
miR-106a and miR-363-3p can help identify CD and UC. miR-106a and miR-363-3p reflect the condition of

patients with UC and can assess the prognosis of patients with UC.
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