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[Abstract] Objective This paper aims to investigate the expression and significance of circular
RNA-102685 (hsa-circRNA-102685) in the mucosa of Crohn's disease (CD). Methods A total of 104
CD patients admitted to Shengjing Hospital of China Medical University and Jingiu Hospital of Liaoning
Province from June 2013 to June 2018 were selected and assigned as the study group while 100 patients
with colonic polyps in the same period were assigned to the control group. The relative expression of hsa-
circRNA-102685 was detected by real-time quantitative PCR (RT-PCR), and its relationship with CD
severity and prognosis was analyzed. Results The relative expression of hsa-circRNA-102685 in the CD
group was higher than that in the control group, with a statistically significant difference (P<C0. 05).
The relative expression of hsa-circRNA-102685 in patients in the active period was higher than that in the
remission period, with a statistically significant difference (P<Z0. 05). The relative expression of hsa-
circRNA-102685 in the mild group was lower than that in both the moderate group and the severe group,
and that in the moderate group was lower than that in the severe group, with a statistically significant

difference (P<C0. 05). The incidence of poor prognosis was 54. 81% in 104 CD patients during follow-
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up. The relative expression of hsa-circRNA-102685 in the poor prognosis group was higher than that in

the good prognosis group, with a statistically significant difference (P<C0. 05). The Logistic multivariate

analysis showed that smoking, perianal lesions, history of bowel resection, disease behavior, and hsa-

circRNA-102685 were closely associated with the prognosis of patients with CD. Conclusions  Hsa-

circRNA-102685 is closely related to the severity and prognosis of CD. Detection of the relative expression

of hsa-circRNA-102685 is helpful in evaluating the prognosis of patients with CD.
[Key words] Circular RNA-102685; Crohn's disease; Severity; Prognosis

5 % G (CD) & — i i 1818 M R 1 5205 » &
FEBAETHEEEN . CD i & IR i A 5E 41
W A R I RAEZ SR, Bl CD
(3R R BB 5 AT L BV e A | R A A i T 46 A
Wi, e Em A A A AR . B, SRR TEAS CD
VG TE O6F T 5 A AT TR i DA T B R
PG BA S S L, AT WS, i AH 6 s
i . 21 4B TR 2% (ESR) 4848 A5 PEAL CD ™ F2 B
(R SR . R, ST R T U A
BRI AEY AR EY A TIREG CD B, A
W54 Toll #ESZURAT @ 1 815 B 4 M i {2 28 3%
W25 CD Mk A R R, 5 dl Bk 58 3%
BFRR RNA-102685 (hsa-circRNA-102685) 7] fE %
57T Toll #Z k(5 55 5@ fE™ , LN hsa-
circRNA-102685 A e 25 7 CD W &K= f K .
ASIRPT T hsacirecRNA-102685 7 CD Zh 20 41
H A RIEAOY S 75 S, FF 4t e 55 CD ™S R
e P
1 #EMEHE
L1 — AP

YEE 2013 4F 6 H & 2018 4F 6 J] hEER K
Fht i ot B Bt S L 7 A8 4 Bk B B TR Y 3 104 451]
CD BFAE AT G (& CD 41, CD 2 Wibn i
Z I B R RE M W 6 12 Wi 97 B 0 R E
WO, gk A 45 R o . CD B P& g 41
), 15 S 63 . ARRE: (D75 CD W2 Bitr
HE; O WIRBIL N CD; B AER=18 %5 (4) AT
RN ez 0] AR B AR SE BT R 24555 5 (5) 28
TR A . HEBRARUE: (1) & I 18 b % v o
Q) HIFFERO TV E DI RERERR ;s (3) A I 4 Bk

*1

PuPk e s (4) BEVT R 6. BEHL R I AE AR e 42 32 5
KB RYIBRAN 100 51145 1 8 A 81 R ) BE4 .
104 f51] CD & v 51 04 i), Lotk 40 4] 4R 18~
36 & WA R (27.93 £3.19) %, StHE4Lp 5
PE 58 B, 2tk 42 5], AE IS 20~34 % - AR
(28.44 +£3.23) %, PAAENEN (¢ = 0. 266, P =
0. 606) AE#S (1 =1.135, P = 0. 258) J5 [ [L4% . 2% 5
TG F 5 L (P>0. 05), A A] Fute, ARBF5EER
FHEE B R A P 51 S ILHE

1.2 #&m ik

R E AL H G RS A E# K10 mlL,
FIE T 4000 r/min .0 10 min, B0 8 em, 43
BRI BT - 20 CUKA Frl, SRS Ee ik
VA I3 C B 1 (CRP) /K 3857 & [ b 5t
AR TEA: YR BR A w5 R ] Sysmex XE-5000
4 A SR 53 AL O B H A Ay 7 5 5RO D & I 7
ESR.HEHA ML HEAKF-.

K FH S B 9 ' R 1 R A WS S (RT-PCR) 15
Kl CD 2H 1 %5 BB 2H Y hsa-circRNA-102685 X} &
ki, REBFEFIEALUS .30 min PRIERAFAIZR
ARIHAAE B T RARE D ORAFRr R . TEWRA T B
CD B BRI L1 L R BEZH B 1E B 414, >R
TRIzol 127 325 42 B RNA. 28 140 56 56 B 1146
RNA P2l E e Rk Ko IR B AR IR b
HL VKOG $2 B RNA #4773 #r. HU 5 pl 5 RNA,
85 CIK¥ 5 min Jg il AR EE sk WK 44 CHER
60 minf5Z 1k, BEBUT IR U3 550 Ry 95 CHi
5P 5 ming95 C 15 5,60 ‘C 1 min, 2L 40 MEFR, DA
GAPDH 1 NZ, F 22 %7~ hsa-circRNA-102685
HIAERT RIS . SIFHIILE 1,

1975

e

gl

E]:5-CAGACCGACGAGTCTCCTGG-3'

J 1] :5'-TTGCTGATCCCGCCTATGG-3'
1E7:5'-GGAGCGAGATCCCTC-CAAAAT-3'
1 :5'-GGCTGTTGTCATACT-TCTCATGG-3'

hsa-circRNA-102685

GAPDH




© 248 - BRI AL 2 2 2020 4F 8 145 40 4555 4 101

Int J Dig Dis. August 25, 2020, Vol. 40, No. 4

1.3 CD =& %4

M 55 B B shH5 8% (CDAD PR/ PR A B 1
S R, EEAURE IR AR RS R
BEPE 4 AT . B R R R L RO 4
FRCHR 1.2.3 533 IR AL e B 0] B8 (A A g 2o
BHEA 1.2.3 40 JBEEH 1 0G0 140 tEREsmR 2
FEICATIA LB L 255 PR LT B ISR Bk B 9 ol i
b5 97 2408 GHTEEAS MM, FEFRE IR 1 43, CDAI
WEIr<<4 Jr NI, >4 57 RiGE s, CDAL %43
5~7 GrNERIE8~16 43 L >16 N EE,
1.4 M5

KRR LI CD [BE AT 3 41 IR R
e iC R E TGN . AR R & . CD %
FABE S KA CD M B e LB AR .
BE T LG B A R 2013 4F 6 20 H . 1k iR
20184F 6 H 13 H.
1.5 %itFHk

RF SPSS 22, 0 344 AT 5045 50 . AR IE
BTG R £ AR 2 (T2 ) FRom, W
2 6] HL R R SRR A ¢ K L 22 20 ) LY %5 2R P 2R
5 2250 M 411 9 LR SN-K AR5, 3
BB R 0O Fomc RAR RS . RAZIKE
TAEFFE (ROC) f1 £k 73 BT hsa-circRNA-102685 #F
fili CD BF HUG M. R ZHE Logistic [H14
kTR CD & UG A SR E . P<<0. 05
NESFHFEIFRE L,
2 BB
2.1 #4 hsa—circRNA-102685 #83+ & ik 2 69 b i

CD 41 % hsa-circRNA-102685 [ AH* 3235 5
h4.27 0. 93, 5 AR (2. 35 0. 62), H2ER
BG4 L (6=17. 280, P<0.05),
2.2 FREHEHEIE CD B F hsacircRNA-102685
RS Erls bRV

CD B H RN T A BE (n = 37) .2
W(n =34). B 45 (n = 33) F 1) hsa-circRNA-
102685 FH X KB 43 A 4. 31 £1.02,4. 26 +
0.95.4. 24 + 0. 89, A [a] 5 48 # A hsa-circRNA-
102685 M Xf £k B ZEF LG8 L (F =
0.014,P=0.991),
2.3 RE®2EF£E CD B F hsacircRNA-102685
AR AT E A F R LA

SRR CD B % hsa-circRNA-102685 (1) 4H %}
FIEE N 3. 7210, 87 MK TG s (4. 62 £0.95),

B G L (1= 4. 878, P<<0. 001), 63 filik
] CD B3 IR CDAT YR PEAG a2 B4 19 4]
HREZ 25 I EEREA 19 i, R PR
ZH CD £ F 119 hsa-circRNA-102685 X F ik & 4y
B9 3.93+0.90.4. 55 0. 94.5. 40 £ 1. 03,3 4 It
R G E X (F=11. 768, P<<0. 001) , Hrp
HJH 4 hsa-circRNA-102685 WA Fix w5 T+
FEM AR AL, HoP AL TRl 2RI AE S
P (P <20, 05)
2.4 hsacircRNA-102685 5 CD B EFF 56+ 2
104 1] CD B E TRV S A B AR 2N
54, 81% (57/104), H b CD & & 23 51 (22. 12%)
CDAH 15 A B 33 1] (31, 73%) . 45 I s 725 1 i)
(0.96%), Wi A K4 H 3 hsacircRNA-102685 [
AHXSFRIB RN 4. 83 £ 1. 02, & THUG REF2H (3. 59 +
0.96), 2= 5 A g it 5 X (1 = 6. 335, P<<0. 001),
Hsa-circRNA-102685 it CD 8 # FilJ5 1) ROC fhiZk
TRAUC) HEURERE 5 S B A e (A8 s 20 301
0. 806 (95% CI; 0. 716~0. 877) .84. 21 % .68. 09% FI
3.81, WLE 1,

1.0 ith 295
|—hsa-circRNA-102685
E3
0.8} SHL
0.6}
i
i
Bo.4f
0.2}
0.0

00 02 04 06 08 10
1—RE

B 1 hsa-circRNA-102685 ##4k CD & W5 1 ROC ik

2.5 FRFE EFERTH L

TG RAFA4 5 TG A B ALAE A i 2 5 R
BHC(BMD A 5807 i 40 IRYT T 5 IRYT T
[B) 5 T bR A, 22 SRS T2 L (P=>0. 05) 5 FilJg A~
KA R T 9 48 B IR AR s B SR B AT N
i b & CRPLVESR 7KF-i5 F UG R 44, 1 H &
ML KR T B R4, 2 5 WA 501
R (P 1<20.05), BRI 2,
2.6 Hw CD EBXTGE0EZ 54

P CRP, ESR, H & H. Il £L & H. hsa-
circRNA-102685 ¥4 CD £ 3 Fl J5 A% e FE 38 01 1
W H AN — 2878 B B (R =0, & =1,



E BRI A 4235 2020 4F 8 H 45 40 545 4 W] Int J Dig Dis, August 25, 2020, Vol. 40, No. 4 e 249 .

NLEEAE (=08 =D JaPIBRAR L (E=0, 4=
D BT AR IR R B R = 0, 8B = 1
CRP(<Z80. 37 pmol/L = 0,>80. 37 pmol/L = 1),
ESR(<12.59 mm/h=0,>12.59 mm/h=1) . 1%
F1(>=28.53 g/L=0,<28.53 g/L=1). M4 &% M
(>124. 15 g/L = 0, << 124. 15 g/L = 1), hsa-

circRNA-102685(<C3.82=0,=>3. 82 = 1 {EN A 4F
L, CD B MBSO (B R4 =0,
E AR = DIERHEZRE . WAL HE Logistic [H
VARETRY , 235 5 S8 7= WA L ) 995 728 L i VDB R sk L 9
Y547 4  hsa-circRNA-102685 5 CD HF 19 il 5 %
YIMEE. W3 3,

R2 AFBUGBEEATRILE

TiH BEAR (n=57) TG RAF(n=47) SeitE P4
WY/ % 27.42+4.17 28,55+ 4,20 t=1.371 0.173
PR /1) ¥ =0.190 0. 663
5% 34(59. 65) 30(63. 83)
7 23(40. 35) 17(36.17)
BMI/kg + m ™2 21.35+3. 16 21.84+2,22 £=10.896 0.372
WA /151 ) x> = 4. 000 0. 045
2 26(45. 61) 14(29.79)
5 31(54.39) 33(70.21)
JICFE7Z /1 5D x> =3.929 0. 047
H 21(36. 84) 9(19. 15)
T 36(63.16) 38(80. 85)
CRP/pmol « L.~ 86.73 £ 16. 48 72.39 £ 15. 45 1=4.542 <0. 001
ESR/mm + h™! 15.38£3. 62 11.83£3.05 £=5.339 <0. 001
FEM /g Lt 25.28+5. 71 30. 81 6. 52 1=4.610 <0. 001
MELEF/g« L7 120,43 £13. 72 125.82£11.83 1=2.120 0. 036
AL TRAL /] (1) ¥ =1.030 0.597
E)7E N 18(31.58) 19(40. 43)
7] 19(33. 33) 15(31.91)
[ %5 20(35. 09) 13(27. 66)
st s 45 /1 ) ¥2 =0. 881 0.348
= 5(8.77) 2(4.26)
7 52(91. 23) 45(95. 74)
Fa A S/ (60D ¥ =4.620 0. 032
H 8(14.04) 1(2.13)
¥ 49(85. 96) 46(97.87)
BT R/ 1 C0) v =7.343 0.025
AR B 13(22. 81) 21(44. 68)
Besg 18(31. 58) 15(31.91)
B 26(45. 61) 11(23. 40)
RITITE/ O ¥ =0.693 0. 405
R A Sl 77 43(75. 44) 32(68.09)
Hit TNF-o Hiik 14(24. 56) 15(31.91)
VBT 8] /4E 1.03£0.17 1.05%0. 15 £=0.629 0.531

7 : TNF-o N IR RIE A F-o



« 250 -

E PR a2 ik 2020 4F 8 J 4 40 4245 4

Int J Dig Dis. August 25, 2020, Vol. 40, No. 4

3 sm CD BE S WK E T
SgE| B1A FrifEDR Wald {8 Py OR fH 95%CI
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