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[ Abstract] Objective This paper intends to investigate the correlation between the expression
of CKLF-like MARVEL transmembrane domain-containing 6 (CMTMO6) in the transmembrane domain

and the risk of postoperative recurrence in patients with hepatocellular carcinoma (HCC). Methods A
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total of 82 HCC patients who underwent hepatectomy were selected from the No0.940 Hospital of the Joint
Support Force of the Chinese People's Liberation Army from April 2019 to July 2020. The clinical data
of the patients was collected, and the relative expression of CMTM6 mRNA in their tumor tissues was
detected by PCR. All patients were followed up for 1 year after operation, and the patients were assigned
to the recurrence group and the non-recurrence group according to whether recurrence occurred, and the
differences in clinicopathological characteristics of the two groups were analyzed. Using the median relative
expression of CMTM6 mRNA as the optimal cutoff value, the survival curve was drawn to analyze the
postoperative recurrence risk of HCC patients with different CM7TM6 mRNA expressions. The multivariate
logistic regression model was used to analyze the independent risk factors of postoperative recurrence in
HCC patients. Results The cut-off time of follow-up was July 31, 2021, and a total of 34 patients (41.46%)
relapsed. A comparison of the clinicopathological characteristics of the recurrence group and the non-
recurrence group shows that in the recurrence group, the proportion of patients with AFP>400 ng/mL,
the proportion of patients with liver cirrhosis, the proportion of patients with poorly differentiated tumors,
the proportion of albumin (ALB) <<35 g/L, and the relative expression levels of CMTM6 mRNA in tumor
tissue are higher than those in the non-recurrence group, with statistically significant differences (P<<0.05).
The survival curve analysis indicates that the risk of postoperative recurrence in the high CMTM6 mRNA
expression group is significantly higher than that in the low CMTM6 mRNA expression group (log-rank
£'=5.782 and P=0.016). The results of multivariate logistic regression model analysis suggests that AFP
>400 ng/mL (OR=65.263), liver cirrhosis (OR=3.166), poorly differentiated tumor (OR=21.005),
ALB<35 g/L (OR=14.995) and high expression of CMTM6 mRNA (OR=89.751) are independent risk
factors for postoperative recurrence of HCC patients (P<<0.05). Conclusion High expression of CMTM6
is significantly correlated with postoperative recurrence of HCC, and CMTM6 may become a potential
prognostic predictor and therapeutic target for HCC patients.
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