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Effect of SDC-1 regulating TGF-$1/THBS1 signaling pathway on progress of liver
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[ Abstract] Objective This paper intends to explore the role of syndecan-1 (SDC-1) in
the progression of liver fibrosis. Methods From April 2021 to April 2023, a total of 102 patients
with chronic hepatitis B who were hospitalized and underwent liver biopsy in the 3201 Hospital were
selected as the research objects. The fasting venous blood was collected and the expression of serum
SDC-1 was measured using the ELISA method. The expression of serum SDC-1 was compared among
patients with different stages of liver fibrosis. The changes of SDC-1 expression in activated LX-2
cells induced by transforming growth factor-p1 (TGF-f1), and the effects of knockdown of SDC-
1 on the expression of a-smooth muscle actin (a-SMA), thrombospondin 1(THBS1), cell proliferation
and cell cycle in activated LX-2 cells were observed. Results With the aggravation of liver fibrosis
stages, the expression level of serum SDC-1 in patients with chronic hepatitis B increases (P<<
0.05). Compared with the negative control (NC) group, the relative expressions of a-SMA, SDC-1 protein and

their mRNA in the TGF-B1 group are increased, the cell proliferation activity is increased, the proportion of

PE# AL+ 723000 BRPGIH, = O—EEEEHMLAE
WIS1EH « 17, Email: 1600117355@qq.com



PR AR 2023 4F 12 A 25 HEE 43 B4 6

Int J Dig Dis, December 25, 2023, Vol. 43, No. 6 e 380 «

G, phase cells is decreased, and the proportion of S phase and G, phase cells are increased, with statistically

significant differences (P<<0.05). Compared with the NC siRNA group, the relative expressions of a-SMA,
TGF-B1, THBSI1 protein, and their mRNA in the SDC-1 siRNA group are decreased, the cell proliferation

activity is decreased, the proportion of G, phase cells is increased, and the proportion of S phase and G,

phase cells are decreased, with statistically significant differences (P<<0.05). Conclusion Knockdown of

SDC-1 expression may inhibit the activation and proliferation of hepatic stellate cells by regulating TGF-$1/

THBSI signaling pathway, and block the progression of hepatic stellate cells from entering the G, phase to

the S phase and the G, phase, and then play a role in inhibiting the process of liver fibrosis.

[ Key words] Chronic hepatitis B; Liver fibrosis; Syndecan-1; Thrombospondin-1; Hepatic stellate cell
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